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>*W*ft^f^»««r&S«ttd^$nfc<aE 4»S r 7^omV;- * xXtf-<Arthrcb*cter : 

^/^t«i%n«. *«©?«*>M*Btt 1 ia p.) 

Met Ser He Lys Lvs .Asp Tyr Asp Val lie Val Val Cly Ala Gly 5er 

15 10 15 

fctet Civ Use Ala Ala Civ Tyr Tvt Leu Ser Lys Cln Cly Val Lvs Thr 

20 25 jo 

Leu Leu Val Asp Ser Phe rfis Pro Pro His Thr Asn Cly Ser His His 

35 40 45 

Cly Asp Thr Anq He He Arg His Ala Tyr Cly Clu Cly Arq Clu Tyr 

50 55 60 

Val Pro Phe Ala Leu .Ang Ala Cln Clu Leu Trp Tyr Clu Leu Clu Lys 
65 70 75 80 

Clu Thr His His Lvs He Fhe Thr Lys Thr Cly Val Leu Val Phe Cly 

35 90 95 

Pro Lys Cly Clu Ala Pro Fhe Val Ala Clu Thr fee du Ala Ala Lys 

100 105 no 

Clu His Ser Leu Asp Val Asp Leu Leu Clu Cly Ser Clu He .Asn Lvs 

115 !20 125 

.Ang Trp Pro Cly Val Thr Val Pro Clu Asn Tyr Asn Ala He Phe Clu 

130 135 140 

Lys Asn Ser Cly Val Leu Fhe Ser du Asn Cys He Arg Ala Tyr Arq 
W5 150 155 160 

Clu Leu Ala du Ala .Asn Cly Ala Lys Val Leu Thr Tvr Thr Pro Val 

165 170 175 

Clu Asp Phe du lie Ala Clu Asp Phe Val Lvs He Cln Thr Ala Tvr 

180 185 190 

Cly Ser Phe Thr Ala Ser Lys Leu He Val Ser fee cly Ala Trp .Asn 
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135 200 205 

Ser Lvs Leu Leu Ser Lys Leu Asn He Glu He Pro Leu Gin Pro Tyr 

210 215 220 

Arq Gin Val Val Cly Phe Fhe Clu Cys Asp Clu Lvs Lvs Tyr s* r .Asn 
225 230 235 240 

Thr Mis Cly Tyr Pro Ala Phe Me* Val Clu Val Pro Thr Cly He Tyr 

245 250 255 

Tyr Gly Phe Pro Ser Phe Gly Cly Cys Cly Leu Lys lie Gly Tvr tfis 

260 265 270 

Thr Tyr Cly Gin Lvs He Asp Pro Asp Thr lie Asn Arg Glu Phe Cly. 

275 280 285 

He Tyr Pro Glu Asp Clu Gly Asn He Arg Lys Phe Leu Glu Thr Tyr 

290 295 3C0 

Met Pro Cly Ala Thr Cly Glu Leu Lys Ser Cly Ala Val Cys Mat Tyr 
305 310 315 320 

Thr Lys Thr Pro Asp Clu His Phe Val He .Asp Leu Mis Pro Cln Phe 

325 330 335 

Ser Asn Val Ala He Ala Ala Cly Phe Ser Cly His Cly Phe Lys Fhe 

340 345 350 

Ser Ser Val Val Cly Clu Thr Leu Ser cln Leu Ala Val Thr Cly Lys 

355 350 355 

Thr Glu His Asp lie Ser He Phe Ser lie .Asn Arg Pro Ala Leu Lys 



7-16334 1 



370 

Cln Lys Clu Thr He 
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EHettR: genomic DNA 
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CTGCACTTCT TCCTGCACCT TTTGAATCCT CACGCTAACA TAAGATOAA CATAATTTAA 50 
.ACTTTTOGOC CCCTTTGAAA CCCTCCCATA TTGAACTAGC TTTTCAAAAA TCTCCAAATC 120 
TTTAATTTCC AACTATAATC ACTOOCAAAA CGTTCTTTTA CTACTAOCAC TAGAATATTT ISO 
CTAAAAGTCA TACCTCCTAT CACTTTTAAC CATTTTAGAT GATGGCCAAT AOGGCCTATG 240 
ATGTAAAJAG ATAATTAAGA AAATTCAAAT TAOCrCTTTG AAAAAGCAGA QCAAACA 237 
ATG ACT ATT AAA .AAA CAT TAT CAT GTA ATT CTG GTT CGC OCT CGT TCC 345 
fctet Ser He Lys Lvs .Asp Tyr Asp Val lie Val Val Cly Ala Cly Ser 

15 10 15 

ATG GGA ATC OCA CCT OOG TAC TAT CTG TCT AAA CAA OCT GTT .AAA .AJCA 393 
. . -~-}*>.t Gly MPT_Ala,Al? f .Clv.Iyr-.Tvr I «i 5*r l.wffln Clvt.Val I Thr 
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MtftCUfcAtt : P 
ft£S£^T£^ ; ma t peptide 
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CTA TTC CTA GAT TCA TTT CAT CCT CCC CAT ACA 
Leu Lai Val Asp Ser Phe His Pro Pro Mis Thr 

35 40 
OK GAT ACA CCC ATC ATT CCT CAC OCA TAT CCC 
Civ Asp Thr Arq He He Ana His Ala Tvr Civ 

50 55 
CTA CCC TTT OCC TTC .ACA OCA CAA GAO TTA TCC 
Val Pro Phe Ala Leu Ang Ala Cln Olu Leu Trp 
65 70 75 

GAG ACT CAT CAT .AAA ATA TTT ACA AAA ACA CCT 
Clu Thr His His Lvs He Phe Thr Lys Thr Cly 

vS5 90 
OCT AAA CGA GAA CCT OCT TTC CTT OCC CAA .ACA 
Pro Lys Cly Glu Ala Pro Fhe Val Ala Clu Thr 

100 105 
GAA CAT TCA TTA CAT CTT OAT TO CTA CAA OCA 
Clu His Ser Leu Asp Val Asp Leu Leu Clu Civ 

115 120 
CCT TOG CCA OCT CTA AGG GTT CCT GAG AAT TAT 
Arq Trp Pro Glv Val Thr Val Pro Glu Asn Tyr 

130 135 
.AAA AAT TCT OCT CTC TTA TTT .ACT GAA AAT TCT 
Lys Asn Ser Glv Val Leu Fhe Ser Glu Asn Cys 
145 150 155 

CAA TTC CCC GAA OCA .AAT OCT CCC AAA CTT CTA 
Clu Leu Ala Olu Ala .Asn Glv Ala Lvs Val Leu 

165 170 
GAA GAT TTC GAG ATT OUC GAG CAC TTC CTC .AAA 
Clu Asp Fhe Olu He Ala Glu Asp Phe Val Lys 

180 155 
OX TCC TTT ACA CCC .ACT AAA TO ATT CTT ACC 
Civ Ser Phe Thr Ala Ser Lvs Leu He Val Ser 

195 200 
AGC AAA CTC CTA TCA .AAA TTA .AAT ATT CAA ATC 
Ser Lvs Leu Leu Ser Lys Leu .Asn He Clu He 

210 215 
CCT CAA CTT GTC CGA TTC TTC CAA TCT CAT CAA 
Arq Gin Val Val Civ Fhe Fhe Clu Cvs Asp Clu 
225 230 235 

.ACA CAT COT TAT CCC COG TTC ATC GTC CAA CTC 
Thr His Civ Tyr Pro Ala Fhe Met Val Clu Val 

245 250 
TAC OCA, TTT CCA AGC TTC OOC COC TCC CGC TTG 
Tyr Gly Phe Pro Ser Fhe Oly Civ Cvs Civ Leu 

260 ' 265 

ACG TAT OCT CAA .AAA ATC OAT OCA GAT ACC ATT 
Thr Tyr Cly 01 n Lvs He Asp Pro Asp Thr He 

275 230 
ATT T.AC OCC GAG CAT CAA OOC .AAT ATT COC .AAA 
He Tyr Pro Olu Asp Clu Oly Asn He Arq Lys 
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AAT COC AGC CAT CAT 441 
Asn Cly Ser His hhs 
45 

GAA CGA ACA CAC TAT 489 
Glu Cly Arq Clu Tyr 
60 

TAT CAA TTA CAA AAC 537 
Tyr Clu Leu Clu Lys 
80 

GTA CTC GTT TTT OCT, 535 
Val Leu Val Phe Cly 
95 

ATC CAA OOC CCA AAG 633 
Mw Clu Ala Ala Lys 
110 

ACT CAA ATA .AAT AAG 681 
Ser Clu He Asn Lvs 
125 

AAT CCT ATT TTT GAA 729 
Asn Ala lie Fhe Clu 
140 

ATT OOC OCT TAC OCT 777 
He Arq Ala Tvr Arq 

160 

ACC TAC ACA CCC CTT 825 
Thr Tvr Thr Pro Val 
175 

ATC CAA AOC CCC TAT 873 
He Cln Thr Ala Tyr 
190 

ATC COC OCT TOC .AAT 921 
to Cly Ala Trp .Asn 
205 

CCA TTC CAG OCA TAC 959 
Pro Leu Gin Pro Tyr 
220 

AAA .AAA TAT .AGC AAT 1017 
Lys Lvs Tyr Ser .Asn 
240 

CCA .ACT OCC ATC TAT 1065 
Pro Thr 01 v lie Tyr 
255 

AAA ATA OCC TAT CAT 1113 
Lvs He Glv Tvr tts 
270 

AAT CCT GAA TTT OCT 1161 
Asn Arq Olu Phe Civ 
285 

TTC CTC GAA .ACA TAT 1209 
Phe Leu Glu Thr Tvr 
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Civ Ala Thr Cly 


Clu Leu 
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Met 
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AAA 


AGA CCT CAT CAC 


CAT TTC 


CTG 


ATT 


CAT 


TTA 


CAT 


CO 


CAA 


TTC 


1305 


Thr 


Lvs 


Thr Pro Asp Ou 


His Phe 


Val 


lie 


.Asp 


Leu 


His 


Pro 


Cln 


Phe 
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TO 


AAT 


CTC GGG ATT OCA 


OOCCGA 


TTC 


TCC 


OCA 


CAT 


COC 


TTT 
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TTC 


1353 


Ser 


Asn 


Val Ala He Ala 


Ala Civ 


Phe 


Ser 


Civ 


His 


Civ 


Phe 


Lvs 


Phe 
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345 
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